
Supplemental Table 3.  Mitochondrial proteins altered in K8-null liver

Spot Accession      Protein ID   K8-null/WT ratio of
Number     number change

  536a P28331 NADH-ubiquinone +1.38
oxidasereductase 75 kDa subunit

  536b P28331 Same as 536a +1.32

  826a Q8BXM3 ALDH4A1 +1.31

  826b Q8BXM3 ALDH4A1 - 1.47

  826c Q8BXM3 ALDH4A1 - 1.34

  826d Q8BXM3 ALDH4A1 - 2.10

  966a P56480 ATPase alpha subunit +1.24

  966b P56480 ATPase alpha subunit +1.18

  979 P54869 3-HMG-CoA synthase +1.21     

1028a P26443 Glutamate dehydrogenase +1.04

1028b P26443 Glutamate dehydrogenase +1.25

1028c P26443 Glutamate dehydrogenase +1.18

1029a P56480 ATPase beta chain +1.50

1029b P56480 ATPase beta chain +1.30

1029c P56480 ATPase beta chain +1.13

1029d P56480 ATPase beta chain +1.19

1188 P29758 Ornithine aminotransferase - 1.26

1316 P26440 Isovaleryl-CoA dehydrogenase - 1.21

1363 P05201 Aspartate aminotransferase - 1.24

1668 P50431 Serine hydroxymethyltransferase - 1.43

1708 Q8BH95 Enoyl coenzyme A hydratase - 1.30

2092 P09671 Superoxide dismutase - 1.28


